Median-joining COI haplotype network for members of the Nyssorhynchus nuneztovari s.l. complex from the current study and from GenBank [n = 363, Supplementary data (Table V) ]. Circles represent unique haplotypes and are colored based on sample origin, with the size of the circle proportional to the number of individual sequences sharing the haplotype. Black nodes indicate theoretical missing haplotypes and hash marks represent mutation steps between haplotypes. (9) 13 (9) 9 (7) 6 (1) 15 (4) 9 (3) 4 (1) 88 (38) *: abandoned/active for duration of study; **: active at first sampling, but abandoned over the course of the study. LIB: Libertad; LUP: Lupuna; NHO: Nuevo Horizonte; SAL: Salvador; SEM: Santa Emilia; TRI: El Triunfo; URC: Urco Miraño; VIB: Visto Bueno.
